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Motivation and background: The coral microbiome and its biotechnological potential

Natural Products isolated from coral
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and signalling for protection, competition and for
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Octocoral-associated bacteria and fungi are prolific
natural product producers.
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- This project aims to analyse the cultivability of the microbiome of the understudied temperate octocoral Leptogorgia sarmentosa, while addressing the great plate
anomaly by using innovative strategies to cultivate previously undiscovered microbes. Additionally, it seeks to contribute to the preservation of the octocoral
microbliome through methods such as biobanking.

- Moreover, it addresses the world'’s pressing challenge to discover new natural products for human health, agriculture, and agquaculture sectors.
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Aquimarina aquimarini Aql135 was selected for
co-cultivation with Vibrio sp. EL41, a sympatric
bacterium, with the aim of enhancing
secondary metabolite production.
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Development of
co-culture protocols:

- The Leptogorgia sarmentosa culture collection has successfully preserved approximately 400 bacterial isolates, representing a wide range of taxa,
. Including those known for their versatile secondary metabolism, such as the genus Aquimarina.
Conclusion - Phylogenetic screenings have identified several promising bacteria harbouring PKS type 1 genes, and further studies, including the use of co-cultures,
and Outlook have demonstrated encouraging results in enhancing the bioactivity of a selected strain.
- Future work will reveal the diversity of the cultivated bacteria through comparison with 16S gene amplicon sequencing, and will further explore the
bioactive potential of this collection.
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